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Figure S1: Biological processes that DEGs between etiolated and green wheat seedlings on vernalization 10 d involved in, revealed by topGO enrichment analysis.
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Figure S2: Biological processes that DEGs between etiolated and green wheat seedlings on vernalization 20 d involved in, revealed by topGO enrichment analysis.
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Figure S$3: Biological processes that DEGs between etiolated and green wheat seedlings on vernalization 30 d involved in, revealed by topGO enrichment analysis.
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Figure $4: Cellular component where DEGs were found, revealed by topGO enrichment analysis. The DEGs were between etiolated and green wheat seedlings on vernalization 10 d.
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Figure S5: Cellular component where DEGs were found, revealed by topGO enrichment analysis. The DEGs were between etiolated and green wheat seedlings on vernalization 20 d.
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Figure S6: Cellular component where DEGs were found, revealed by topGO enrichment analysis. The DEGs were between etiolated and green wheat seedlings on vernalization 30 d.
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Figure S7: Molecular functions of DEGs between etiolated and green wheat seedlings on vernalization 10 d, revealed by topGO enrichment analysis.
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Figure $8: Molecular functions of DEGs between etiolated and green wheat seedlings on vernalization 20 d, revealed by topGO enrichment analysis.
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Figure $9: Molecular functions of DEGs between etiolated and green wheat seedlings on vernalization 30 d, revealed by topGO enrichment analysis.
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Figure S10: Biological processes that DEGs between etiolated and green wheat seedlings on vernalization 40 d involved in, revealed by topGO enrichment analysis.
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Figure S11: Cellular component where DEGs were found, revealed by topGO enrichment analysis. The DEGs were between etiolated and green wheat seedlings on vernalization 40 d.



G0:0015036
disulfide oxidoreduc...
0.000739

21/69

G0:0016787
hydrolase activity
0519297
27711867

G0:0016829
lyase activity
0.001438
49/217

GO:0005488
binding
0307228
1114/ 7436

GO:0097159
organic cyclic compo...
0819138
74815150

G0:1901363
heterocyclic compoun...
0819138
74815150

GO:0046906
tetrapyrrole binding
0.010979

Figure $12: Molecular functions of DEGs between etiolated and green wheat seedlings on vernalization 40 d, revealed by topGO enrichment analysis.



